In the title compound, C 10 H 7 FN 2 OS, the mean plane of the central amide fragment (r.m.s. deviation = 0.048 Å ) makes dihedral angles of 35.28 (8) and 10.14 (12) with those of the fluorobenzene and thiazole rings, respectively. The thiazole S and amide O atoms lie to the same side of the molecule. In the crystal, pairs of N-HÁ Á ÁN hydrogen bonds connect the molecules into inversion dimers with R 2 2 (8) motifs, and weak C-HÁ Á ÁO interactions connect the molecules into C(6) [001] chains. Together, the N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds generate (100) sheets.
Related literature
Hydrogen-bond geometry (Å , ). (Farrugia, 2012) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: WinGX (Farrugia, 2012 Table 1 ). In turn these dimers are connected by weak hydrogen bonds: The C-H group in the molecule at (x,y,z) acts as hydrogen bond donor to carbonyl O1 atom in the molecule at (x,-y+3/2,z+1/2), forming chains C(6) of molecules along 
S2. Experimental
2-Fluorobenzoyl chloride (143 µl, 1.2 mmol) was added dropwise to a solution of 2-aminothiazole (100 mg, 1.0 mmol) and triethylamine (278 µl, 2.0 mmol) in dichloromethane (3.0 mL). The mixture was stirred at room temperature for 4 h until the starting amine was not longer detected by thin-layer chromatography. After solvent was removed under reduced pressure, the resulting solid was dissolved in H 2 O (3.0 ml) and extracted with EtOAc (2 × 3.0 ml). The combined organic layers were dried with MgSO 4 anhydrous and the solvent was removed under reduced pressure to afford the pure amide product. Colourless plates of (I) were grown by slow evaporation, at room temperature and in air, from a solution in methanol [61% yield, m.p. 443 (1) K].
S3. Refinement
All H-atoms were located in difference Fourier maps and were positioned geometrically [C-H = 0.93 Å for aromatic and N-H= 0.86 Å] and were refined using a riding-model approximation with U iso (H) constrained to 1.2 times U eq of the respective parent atom.
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Figure 1
The molecular structure of (I) with displacement ellipsoids drawn at the 50% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

